SUMMARY. Pasteurella multocida isolates from 21 raptors were examined by DNA fingerprint profile and serotyping methods. Isolates were obtained from noncaptive birds of prey found in 11 states from November 28, 1979, through February 10, 1993. Nine isolates were from bald eagles, and the remaining isolates were from hawks, falcons, and owls. Seven isolates were members of capsule group A, and 14 were nonencapsulated. One isolate was identified as somatic type 3, and another was type 3,4,7; both had unique HhaI DNA fingerprint profiles. Nineteen isolates expressed somatic type 1 antigen; HhaI profiles of all type 1 isolates were identical to each other and to the HhaI profile of the reference somatic type 1, strain X-73. The 19 type 1 isolates were differentiated by sequential digestion of DNA with HpaII; four HpaII fingerprint profiles were obtained. The HpaII profile of one isolate was identical to the HpaII profile of strain X-73. Incidence of P. multocida somatic type 1 in raptors suggests that this type may be prevalent in other wildlife or wildlife environments.
Predation is an important component of nature and a means of existence for raptors. Some use piracy to secure food, but the easiest catch is carrion. Diseased animals are also prey, and those that die of disease are one form of carrion consumed by raptors. Consequently, raptors can be victims of disease due to inherent food-gathering habits. Host susceptibility and environcCorresponding author, Telephone (515) 239-8595. mental factors affecting epizootics of fowl cholera have been discussed (2,3,16).
Isolation of Pasteurella multocida from wildlife has been reported (1,4,11,21). The small number of isolations of P. multocida from predatory birds is partly due to the number of wild or captive raptors and clinical specimens examined. Clinical isolations of P. multocida from various wild (8, The purpose of this study was to determine fingerprint profiles and serotypes of P. multocida isolated from raptors and to compare these with each other and with 16 somatic reference strains.
MATERIALS AND METHODS
Twenty-one P. multocida isolates from raptors were examined; Table 1 (Fig. 3). Differences among lanes 2,  3, and 4 did not match the profile of strain X-73. However, heterogeneity among P. multocida DNA fingerprint profiles with HhaI was not observed among 19 raptor somatic type 1 isolates. This suggests that domestic poultry are seldom reservoirs of somatic type 1 P. multocida for raptors. Rats, mice, opossum, sparrows or other small birds, and cats are often considered potential reservoirs of P. multocida for domestic poultry. Frequently, however, the reservoir or source of fowl cholera affecting domestic poultry and wildlife is unknown.
In contrast, DNA fingerprint heterogeneity using SmaI was recognized (6) among somatic type 1 P. multocida of wildlife origin. Unfortunately, we cannot compare reports involving different endonucleases. We suggest that HhaI should be used as preliminary endonuclease for P. multocida DNA fingerprinting, because profiles with well-resolved fragments are observed. The carrier status of P. multocida among wildlife species is not well documented, in part because evaluation is difficult. The development of polymerase chain reaction techniques, however, could enable evaluation of somatic type 1 carrier status in waterfowl.
Six distinct serotypes, one HhaI profile, and four HpaII profiles were identified from 19 raptor somatic type 1 isolates. Fingerprint profiles resolved relationships among isolates that could not be achieved with serotyping techniques alone. Characterization of raptor P. multocida can be compared with similar studies of P. multocida isolated from domestic livestock or other wildlife. Establishment of precise isolate characterization allows evaluation of reservoir status, wildlife management, and disease control practices.
